MiR-148a functions to suppress metastasis and serves as a prognostic indicator in triple-negative breast cancer
reporter gene GFP followed by 10 repeats of DNA fragments which are designed to bind miR-148a. (B) The miR-148a sponge was cotransfected with control or miR-148a into 293T cells. iRFP was used as reference for normalization. GFP and iRFP intensity was determined by flow cytometry. The reduction of normalized GFP intensity indicates the effectiveness of the miR-148a sponge. Patients were categorized with expression levels of miR-148a as low or high and then stratified by diagnosed tumor grade. Patient numbers were counted in each subtype group and percentages were calculated in particular grade with miR-148a low or high. Data was extracted from METABRIC data [55] .
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